(®)
2021 2023

Understanding functional structure of dynein complexes/clusters required for
mitotic spindle assembly and positioning

Kiyomitsu, Tomomi
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(van Toorn et al., Current Biology 2023)
(Kiyomitsu et al,
Nature Communications 2024)

In this project, we aim to understand the functional structure and its
regulations of dynein complexes/clusters during mitosis by combining auxin-inducible degron,
biochemical purification, and mass spectrometry. Regarding human cell projects, we succeeded in
analyzing AlD-dependent depletion phenotype in dynein, dynactin or other dynein-binding partner
depleted conditions. In addition, we succeeded in purifying mitotic dynein complexes and its
modifications using mass spectrometry. Importantly, we found that NuMA depletion causes chromosome
missegregation via checkpoint-insensitive k-fiber minus-end detachment from mitotic spindle poles
(van Toorn et al., Current Biology 2023). We are additionally preparing two research papers.
Regarding medaka fish project, we published a paper which characterizes spindle assembly processes
in medaka early embryos (%iyomitsu et al, Nature Communications 2024).
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