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Study on genome network determining the left-right polarity of internal organs

Matsuno, Kenji
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As left-right asymmetry of the body is an essential element of animal
development, elucidation of its mechanism Is an important issue in embryology. The Principal
Investigator had shown that a genomic region named Drosophila narigoma (hag), which does not contain

protein-coding genes, is essential for determining the left-right polarity of the gastrointestinal
tract in the anterior half of the embryo. Therefore, a study was conducted to identify the genomic

network centered on the nag region. As a result, the nag region was successfully narrowed down to a
3.5 kb genomic region. In addition, candidate genes that are transcriptionally regulated by the nag
region were identified. Furthermore, it was shown that the nag region has enhancer activity.
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