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Dissection of iron deficiency response involving novel short peptide FEP1.
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Plants efficiently absorb essential iron from the soil, a critical resource
on which many organisms, including humans, depend for survival. While significant progress has been
made in understanding plant iron homeostasis, identifying iron transporters and transcription
factors regulating their gene expression, there remain many unknowns regarding inter-tissue iron
transport and communication. This research project aims to elucidate the function of a novel short
peptide, FEP1, in iron deficiency response. Through the analysis of FEP1 loss-of-function mutants,
ectopic expression transformants, and the study of FEP1-like genes in ferns, the ancestors of
vascular plants, we have demonstrated that FEP1 plays an important role in vascular tissues and may
function by moving between cells.
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