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Identification of genetic polymorphisms associated with facial morphology and
their anthropological applications

Kimura, Ryosuke
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(1) Craniofacial morphology was analyzed using computed tomography image
data, and our genome-wide association study showed no SNP that met the significance level in any of
the morphological components. However, the prediction of craniofacial morphology from genomic data
using the Ridge regression model showed that craniofacial morphology can be predicted with a certain

degree of accuracy.

(2) We analyzed the cranial bones and humerus with the aim of clarifying factors related to bone
thickness. We showed that temporal bone thickness and humeral bone width increase with age, whereas
frontal cortical thickness and humeral cortical thickness decrease with age, and that women have
greater total cranial thickness than men, while the increase in total cranial thickness with age is
greater in women than in men.



genome-wide association study: GWAS
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Molecular understanding of morphological variations in humans.
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