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Nobel RNA modification in bacteria and its pathophysiological significance
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In this study, we conducted a comprehensive analysis of modified
nucleosides that specifically increase in urine or serum during bacterial infection. One type of
bacteria-specific modified nucleoside, m2A, was detected in all species of 15 gram-negative
pathogens and 8 gram-positive pathogens. When comparing the amounts of m2A between gram-negative and

gram-positive bacteria, the levels of m2A in the medium were higher in gram-negative bacteria. We
also compared and examined the levels of m2A in the urine of bacterial infection patients, viral
infection patients, and healthy individuals. The m2A levels in the urine of bacterial infection
patients were significantly higher compared to healthy individuals and viral infection patients.
These results suggest that m2A is useful as a marker for diagnosing the presence of infection.
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