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Based on the X-ray crystal structure of the complex between the West Nile
virus (WNV) envelope protein (E protein) and the monoclonal antibody WN_83 that we determined, we
carried out the crystal structure analysis of the complex between the E proteins of Japanese
encephalitis virus (JEV), Yellow fever virus, and Zika virus, which belong to the Flaviviridae
family, and WN_83. We established overexpression and purification procedure of them, confirmed to
obtain the complexes, and crystallization. We also performed a model simulation of the interactions
between WN_83 and full-length E proteins (WNV and JEV) based on the complex structure of WN_83 and
WNV E protein (domain 3), and discussed the molecular mechanism of the interaction.
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