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A novel therapeutic strategy for pancreatic_and biliary tract _cancer by
targeting the intestinal microbiota for anti-tumor immune activation
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Gut microbiota is considerably associated with human health, disease status,

and sensitivity to oncological treatments. However, in pancreatic ductal adenocarcinoma (PDAC) and
cholangiocarcinoma (CCA), the association of gut microbiota has not been clarified. Here, we aimed
to delineate gut microbiota characteristics in patients with PDAC and CCA and prove their
implications in chemotherapeutic sensitivity. Fecal samples were obtained and profiling was
performed via 16S rRNA. The microbiota of PDAC and CCA patients exhibited a unique, significantly
less diverse than controls. Proteobacteria were predominant, whereas Actinobacteria were notably
diminished, particularly in PDAC. In the efficacy to chemotherapy in PDAC, the specific bacterial
genera and species, were identified as potential biomarkers for chemotherapeutic resistance. In
conclusion, PDAC and CCA patients had decreased diversity of gut microbiota and shows a potential
biomarker of microbiota for resistance to chemotherapy.
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