(®)
2021 2023

Genomic profiling and drug screening among organoids derived from ovarian cancer
patients
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Whole exome sequencing showed that both the original small cell carcinoma
and its organoid shared 19 somatic mutations, including KRAS p.G12D pathogenic variant. RNA-seq
revealed that HPV18 was integrated into chromosome 8qg24.21, resulting in over- expression of the
proto-oncogene MYC. Drug sensitivity testing revealed that a KRAS pathway inhibitor exerted strong
anti-cancer effects in the xenograft model.

Data from DNA and RNA panels in Todai OncoPanel were analyzed in 198 and 191 patients, respectively.
One hundred and four samples (53%) harbored gene alterations with potential treatment implications.
Twenty-two samples (11.1%) harbored 30 fusion transcripts or MET exon 14 skipping by the RNA panel.

C-CAT database analysis illustrated the genomic landscape of three major gynecological cancers

(endometrial, cervical and ovarian cancer) in the Japanese cohort. The prevalence and correlation
between TMB and MSI may influence future immunotherapy, including combination therapies.
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