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Estimation of the relationship between fish communities and environmental
transition in inland sea lakes using sediment core DNA
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Our goal was to clarify the relationship between recent environmental
changes and fish communities by analyzing environmental DNA (eDNA) with sediment cores collected
from five lagoon lakes in the San"in region (Lakes Shinji, Nakaumi, Jinzai, Togo, and Koyama). eDNA
metabarcoding (MB analysis) revealed less fish eDNA in the core samples compared with the water
samples in the lakes. Additionally, fish eDNA was detected in relatively deep layers of Lake
Nakaumi, in comparison with Lake Shinji and others, suggesting that the preservation of fish eDNA in

the sediment cores was influenced by the salinity of each brackish lake. On the other hand, the
results of species-specific eDNA analysis showed that plant eDNA was preserved to much deeper cores
than fish eDNA. Furthermore, it was suggested that core eDNA derived from aquatic plants in brackish
water lakes would be useful in elucidating historical environmental changes.
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