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Development of in vivo direct genome editing technology by direct delivery of
genome editing tool into organs
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This study aimed to establish in vivo direct genome editing technolo?y by
developing a novel physical delivery system that can directly deliver the genome editing too
CRISPR-Cas9 complex (ribonucleoprotein RNP) into target organ cells. The principal investigator
conceived of in vivo direct genome editing by intradermal drug delivery technology (iontophoresis
ItP) using a weak electric current from the skin surface. However, the ItP of large RNPs requires
innovation in organ and intracellular delivery, so this study aimed to complete the direct genome
editing technology by achieving organ penetration, intracellular uptake, and endosomal escape of
RNPs. As a result of various studies, we were able to confirm that the genome was cleaved by
delivery of Gas9 to the cytoplasm.
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