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Molecular dissection of matorisome in a high-regenerative capability animal,
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It is believed that regenerating organs contain matrisomes, which are
composed of "extracellular matrix" and "secretory growth factors™ that ensure cell dedifferentiation
and stem cell proliferation. In this study, we performed comparative omics analysis of the
matrisomes of newt and frog limb regenerating buds. We knocked out matrisome factors specific to
newt regeneration and analyzed their functions in limb regeneration. In addition, we conducted a
genome project with the support of the Platform for Advanced Genome Science (PAGS) to improve the
protein database required for the advancement of newt matrisome proteomics. In addition, we
experimented with transplanting decellularized matrices to induce mouse limb regeneration and
evaluated the results.
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