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"Shin" Paleogenomics Creates New Perspectives on the Utilization of Museum
Materials
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32,500,000

DNA
DNA

This study was conducted with the aim of applying the analytical methods of
paleogenomics (ancient genome analysis) that have been accumulated so far to various biological
materials in the museum collection. In particular, as a new development of genome analysis for
various specimens with a high degree of degradation, we attempted to apply paleogenomics by
micro-sampling to acquire genome data from "difficult-to-analyze genome materials" that have been
difficult to analyze, and to conduct comparative genome analysis using the acquired genome data.
Paleogenomics was conducted on paleohuman bones, extinct mammals in museums, fungal specimens, plant

pathology specimens, and parasite eggs, demonstrating that paleogenomics can be applied to
materials that have been difficult to analyze in the past.
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