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Development of a novel diagnostic method for viral infections based on digital
bioanalysis
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With the recent experience of the COVID-19 pandemic, there is an urgent need
to establish a versatile testing platform for infectious diseases. In this study, we developed an
amplification-free genetic test called "SATORI® that can identify and detect pathogen-derived genes

at the single-molecule level with unprecedented speed. Furthermore, we have expanded the
capabilities of SATORI with innovations such as Direct-SATORI, which enables the direct detection of
pathogen genes from samples. We also developed a compact testing device for SATORI, facilitating
point-of-care testing in clinical settings. These achievements not only advance basic research, but
also lay the groundwork for the practical application of SATORI, representing significant scientific
and societal progress.
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