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Our understanding of the close correlation between zinc homeostasis and
proteostasis in the Golgi apparatus (GA) has greatly advanced at the molecular and cellular levels.
Our systematic studies revealed distinct roles of Golgi-resident zinc transporters, ZnT7, ZnT5/6 and

ZnT4, for the Zn concentration regulation in the GA. We also elucidated detailed mechanisms of
zinc-dependent protein quality control mediated by ERp44, a molecular chaperone responsible for the
surveillance of immature proteins in the early secretory pathway. We also determined cryo-EM
structures of ZnT7, a primary zinc donor to ERp44 at the cis-Golgi, in five intermediate states and
thereby elucidated molecular mechanisms of ZnT7-mediated zinc transport.
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