(2023)

KOMURO Issei
DNA
DNA DNA p53
DNA
DNA p53
Sano, Komuro et al. Nature 2007 DNA XRCC1
DNA DNA
Higo, Komuro et al. Nat Commun. 2017 RNA-seq
DNA p53
Nomura, Komuro et al. Nat Commun. 2018  DNA
Ko, Komuro et al. JACC Basic Trand <ci. 2019
DNA p53
invivo
DNA DNA p53
invivo
DNA
Step 1. DNA
CRISPR/Cas9 RNA-seq in vivo Perturb-seq
DNA

Step 2. DNA p53

RNA-seq
Step 3.

p53
Step 4.
DNA

RNA-seq




Step 1. DNA
DNA 1 NOX4 ROS Ko, Komuro et al.
Nat Commun. 2022 2 VDR D Ito, Komuro et al. submitted 3
LMNA Yamada, Komuro et a. Science Adv. inpress 4 CSRP3
Yamada, Komuro et al. Nat Cardiovasc Res. 2022
Step 2. DNA p53
DNA NOX4
ROS DNA p53 Ko, Komuro et a.
Nat Commun. 2022 DNA
Step 3.
RNA-seq

Ko, Komuro et a. Nat Commun. 2022; Yamada, Komuro et a. Nat Cardiovas Res. 2022

Step 4.
DNA Dai, Komuro et al. submitted
IGFBP7 Ko, Komuro et al. Nat Commun. 2022
ERR-y Miyazawa, Komuro et a. Nat Genet. 2023
Step 1. DNA
DNA RNA-seq
in vivo Perturb-seq iPS DNA
iPS
Step 2. DNA p53
DNA
Step 3.
Step 4.
1 YamadaS, NomuraS, Komuro| (31 31 ). TEAD1 trapping by the Q353R-Lamin A/C causes
dilated cardiomyopathy. Science Adv. in press.
2. Miyazawa K, Ito K, Nomura S, Komurol 26 26 . Cross-ancestry genome-wide analysis

of atrial fibrillation unveils disease biology and enables cardioembolic risk prediction. Nat Genet. 2023
Feb;55(2):187-197.

Adachi Y, UedaK, NomuraS, Komurol 20 20 . Beiging of perivascular adipose tissue regulates
its inflammation and vascular remodeling. Nat Commun. 2022 Sep 7;13(1):5117. doi: 10.1038/s41467-022-
32658-6. PMID: 36071032; PMCID: PMC9452496.

Yamada S, Nomura S, Komurol 21 21 . Spatiotemporal transcriptome analysis reveals
critical roles for mechano-sensing genes at the border zone in remodeling after myocardial infarction. Nat
Cardiovasc Res. 2022;1:1072-1083.

Ko T, Nomura S, Komuro | (27 27 ). Cardiac fibroblasts regulate the development of heart
failure via Htra3-TGF-B-I GFBP7 axis. Nat Commun. 2022 Jun 7;13(1):3275.

7

https://cardiovasc.m.u-tokyo.ac.j p/study/system_cardiology/about



