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Factors involved in difficult-to-express protein production and their
characterization
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A novel yeast protein expression system for "difficult-to-express" proteins
is established in this study. The system features a combination of a yeast host and a promoter
sequence on the expression vector-- i.e., ygrO67C-disrupted yeast and its promoter.

The biological characteristics of the gene and its protein have also delineated in this study. The
Ygr067C encodes uncharacterized transcription repressor. The expression of the gene is 1) late
drauxic phase specific, 2) auto-regulative, and 3) transient in anaerobic condition. The translated
protein of the gene has been unstable in the cell, and degraded in a single round of cell-cycle. The
genes of which expression are regulated by the Ygr067C have also been analyzed. The promoter of the

gene has also been characterized and the activation condition is optimized.
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Yeast for ; Seq ID; ZF(C2H2) ZF(C2H2)
South African wine EGA78934.1 MAAGQKKYICSFCLKPFSRSEHKIRHERSHAGVKPFQCQVCKHSFVRRDLLQRHIRTVHR
Wine yeast (hybrid) EHNO7174.1 MAAGQKKYICSFCLKPFSRSEHKIRHERSHAGVKPFQCQVCKHSFVRRDLLQRHIRTVHR
Bakers’ (5288) NP_011581.4 MAAGQKKYICSFCLKPFSRSEHKIRHERSHAGVKPFQCQVCKHSFVRRDLLQRHIRTVHR
Lager beer EDV10178.1 MAAGQKKYICSFCLKPFSRSEHKIRHERSHAGVKPFQCQVCKHSFVRRDLLQRHIRTVHR
French white Wine EGA86858.1 === = === - oo oo oo e e e
Kyokai 7 GAA23446.1 MAAGQKKYICSFCLKPFSRSEHKIRHERSHAGVKPFQCQVCKHSFVRRDLLQRHIRTVHR
Ale beer EGAS8596.1 === === === == mmmm e
Pino noir wine EJT41314.1  ---——---- MFVLFEPFSRSEHKIRHERSHAGVKPFQCQICKHSFVRRDLLQRHIRTVHR
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C-assimilation; YKRO75C, SUT1, MAN2, HXT17,
MRK1, USV1, ALD4, MIG2, DSF1, HXT2, STL1 (MPC3,
CYB2, ZNF1)
Mitochondria (respiration); MPC3, CYB2, ZNF1
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