©
2021 2023

Analysis of the chaperone function of the endoplasmic reticulum
glucosyltransferase

Takeda, Yoichi

3,200,000
UGGT1 — SelenoF
SelenoF UGGT1
SelenoF UGGT1 SelenoF UGGT1 N TRXL3 C
GT24 SelenoF UGGT1
UGGT1 SelenoF UGGT1—SelenoF

SelenoF UGGT1 TRXL
UGGT1-SelenoF

UGGT UGGT1

It has been shown that the glucose transferase (UGGT1) - selenoprotein
(SelenoF) complex, which plays an important role in the endoplasmic reticulum protein quality
control system, can be prepared on a large scale using an insect cell expression system. In
addition, we attempted to determine the spatial orientation of SelenoF with respect to UGGT1 by
introducing a newly developed photoaffinity cross-linking agent into the cysteine residues of
SelenoF and cross-linking 1t with UGGT1. SelenoF was found to crosslink with the TRXL3 region on the
N-terminal side of UGGT1 and the GT24 domain on the C-terminal side. This suggests that SelenoF can
access various misfolded glycoproteins that are recognized by UGGT1.
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