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Vaginal Lactobacilli _can have different impacts on the female reproductive tract
based on the bacterial species present

Ito, Masahiro
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This study revealed that Lactobacillus iners negatively affects the barrier
function of vaginal epithelial cells, while Lactobacillus crispatus has a positive impact. Recent
reports indicate that Lactobacillus iners, the most prevalent vaginal bacteria in approximately 30%
of Japanese women, is linked to higher risks of preterm birth, cervical cancer, infertility, and
sexually transmitted diseases compared to L. crispatus, which is predominant in about 40% of
Japanese women. The differences in their effects on the vaginal mucosal barrier mechanism are
believed to contribute to their differing susceptibilities to female reproductive diseases.
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