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Molecular Mechanisms Underlying How the Flagella of Gut Commensal Bacteria Avoid
Inflammatory Responses
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This study aimed to elucidate at the molecular level why motile lactic acid
bacteria (LAB) symbiotic in the animal gut possess the flagellar antigen "flagellin,"” which can be
recognized by the host immune system, yet do not induce inflammation. The authors demonstrated
through experiments using recombinant proteins and recombinant LAB that the flagellin of motile LAB
does not trigger inflammation due to specific amino acid sequences in the receptor recognition site.

Furthermore, we hypothesized that the glycosylation of flagellin stabilizes the flagellar filaments
of motile LAB, which contributes to avoiding inflammatory responses. To prove this, we successfully
constructed mutant strains lacking glycosylation genes.
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