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Development of novel antifungal peptide based on rice-derived bioactive peptide
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Mycosis is a serious disease that affects one out of every 5 to 10 people.
With the recent increase In multidrug-resistant fungi, there is a need for more effective drugs for
the treatment of fungal infections. In this study, we aimed to develop new antifungal agents from
rice-derived antifungal peptides with novel mechanisms of action and obtained short peptides with
high potency and easy chemical synthesis. We also elucidated one aspect of the novel antifungal
mechanism by transcriptome analysis and gene deletion yeast analysis.
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