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Elucidation of Momordica sex determination system from genes for sex ratio
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In the present study, we aimed at finding genes for sex determination in
Momordica species, which include both monoecious and dioecious species. For this purpose, QTLs for
sex ration, including androecy, were identified by using QTL-seq analysis of bitter gourd F2
population. Additionally, whole genome sequencing was carried out for M.cochinchinensis as the
dioecious Momordica species, and its synteny with bitter gourd genome was found in one of the QTLs

for sex determination.
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