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Identification of genes responsible for agronomic traits under reproductive
stage in spinach, by using a high quality genome sequence.

Onodera, Yasuyuki
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In this study, we developed a chromosome-scale reference genome to identify
genes related to reproductive traits in spinach efficiently. By using cross progeny populations of
female and highly male monoecious plants, we mapped three QTLs associated with the control of
femaleness (monoecious expression) on the reference genome. Additionally, it was suggested that
gFem2.1 and gFem6.1 function as modifying genes for the major monoecious gene (gFem3.1).
Furthermore, we found that FT homologs located in the two QTLs for bolting promote flowering, based
on the analysis of transgenic Arabidopsis with over-expression of the FT homologs.
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