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Development of novel breeding materials using cytosol-localized isoforms

Ushijima, Tomokazu
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The purpose of this study was to generate overexpressors and deficient
mutants of cytoplasm-localized isoforms produced by light-dependent transcription start site
regulation in rice, to clarify the function of the cytoplasm-localized isoforms, and to evaluate
these genes as breeding materials. As a result, we confirmed again that light-dependent
transcriptional start site changes occur in rice. Therefore, we constructed a vector to analyze the
cytoplasm-localized isoforms generated by this regulation. We were able to clone the candidate genes

into the vector.
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