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The establishment of efficient gene targeting system by fine-tuning the DNA
repair pathway and the delivery system of template in plants
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Homologous recombination-mediated gene targeting (GT) is a precise genome
editing technique that allows for modifying target genes as desired. However, its efficiency is
quite low in most plant species. In this study, we explored ways to improve GT efficiency by
controlling the DNA repair pathway and improving the delivery method of the template sequences for
homologous recombination.
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The mechanism of Agrobacterium T-DNA integration via DNA repair pathways in plants
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