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Molecular mechanisms underlying the change in the aroma profiles of Shine Muscat
by seedless treatment
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The aroma volatile profiles of seedless-treated and nontreated Shine Muscat
grape berries during ripening were compared using GC-MS. According to two-way analysis of variance,
the number of volatiles with differences between seedless-treated and nontreated berries and/or
between ripening stages was 123. Two-way hierarchical clustering analysis for the 123 volatiles
showed that seedless-treated berries at the early ripening stages were separated from the other
berries, and the seedless-treated and nontreated berries at the post-ripening stage were classified
into the same cluster. Linalool compounds increased in both seedless-treated and nontreated berries
with ripening. Gene expression profile comparisons using principal component analysis of
RNA-sequencing data showed that the seedless-treated berries ripened earlier than the nontreated
berries ripened at the early ripening stage. The number of differentially expressed genes in the
seedless-treated berries decreased during ripening.
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Dendrogram of the volatiles
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