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Elucidation of the egg diapause mechanism of the Teleogryllus emma based on
comparative transcriptome analysis
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Diapause, observed in many insects, is an important life history strategy
that allows them to survive unfavorable seasons for development and synchronize their developmental
stages for efficient reproduction. This research project focuses on the cricket family (Gryllidae),
which has a tropical origin and includes species such as the Emma field cricket and the band-legged
ground cricket that have convergently acquired diapause. The objective is to elucidate the embryonic

diapause mechanism in crickets by conducting comprehensive gene expression analyses during
diapause. The results of this research have revealed the complete genome sequence of diapausing
crickets and the dynamic gene expression mechanisms during diapause based on transcriptome analysis.

dThis has led to the establishment of a foundation for elucidating the universal mechanism of
iapause.



Teleogryllus emma
Teleogryllus occipitalis
Dianemobius nigrofasciatus

Teleogryllus yezoemma Gryllus firmus
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