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Historical changes in Dugongs analyzed from genetic analysis
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The purpose of this study was to analyze Dugong bones excavated from
archaeological sites using next generation sequencing (NGS) to estimate the genetic diversity of
that age through the analysis of ancient DNA. It has been found that really small amount of ancient
DNA remains in Dugong bones excavated from the site, so we attempted to proceed with the analysis by

concentrating and amplifying the DNA of each sample, but the concentration and amplification were
not possible with our samples. | accessed new archaeological materials and conducted experiments to
enrich_and amplify the DNA of the target species, but was unable to conduct further detailed
analysis.
The reason for this is that the survival rate of ancient DNA in excavated Dugong bones is much lower
than expected, it is clear that examining ancient materials from the southern region in detail is
necessary, not just the remains of ancient humans.
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