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Research of brown bear using human living areas using conservation genetics and
GPS telemetry methods.
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The objective of this study was to reveal the factors that cause
urbanization in bears. Using genetic data and GPS telemetry, we will determine the relationship
between urbanization and kinship among individuals, the distribution of subpopulations, individual
migration trends, and the seasonal environmental use and activity zones of urbanized individuals.
The results obtained will be used to determine the trends of settlement and dispersal of migration
to human habitats.

In Shimukappu village, about 1990 samples were collected for DNA analysis for identification and
kinship analysis during the hair-trap survey conducted from 2021 to 2023. 6 brown bears were
equipped with GPS collar transmitters from 2021 to 2023 for tracking and environmental survey at the

location points.
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