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Establishment of Lentinula edodes genome editing technology and analysis of
genes related to preservation of fruiting body
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In Lentinula edodes, genome editing technology by Cas9 protein-gRNA
complex (RNP) has not yet been established. In this study, we examined the conditions for spore
preservation, and also the design of sgRNAs for the sdc-ip and lccl genes and the construction of
donor vectors for each gene modification in order to establish genome editing by RNPs. As a result,
it was revealed that spores with a germination rate of approximately 3% immediately after collection

from fruiting body could maintain a germination rate of 1% for 60 days at -80° C. We also
constructed donor vectors to convert the sdc-ip gene in L. edodes to cbx, which confers carboxin
resistance by artificial single nucleotide substitution, and to replace the lccl gene with cbhx to

destroy the lIccl gene.
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