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Basic research on nucleotide sugar metabolism to overcome diseases of the
locomotor system
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The following functions of the two nucleotide sugar (NS)-related molecules
(CANT1 and SLC35A3) in the locomotor system were demonstrated. (1) In the tendon of Cantl-KO mice,
the collagen fibrils were larger, less rounded, and poorly assembled, and the content of dermatan
sulfate was markedly reduced. These results indicate that CANT1 is involved in the construction of
tendon collagen fibers by regulating dermatan sulfate synthesis. (2) Slc35a3-KO mice exhibited
severe spinal dysplasia and died within hours after birth. In the growth plate cartilage of
Slc35a3-KO mice, the extracellular space was drastically reduced, and the contents of
glycosaminoglycan (GAG) were significantly decreased. These results indicate that SLC35A3 is
involved in cartilage formation by regulating GAG synthesis.
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