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The aim of this study was to elucidate the regulatory mechanism of cellular
senescence by chromatin regulator TAF-1 using a cellular senescence induction system in cultured
cells. When TAF-1 expression was suppressed in normal human fibroblasts and oncogenes were expressed

to induce cellular senescence, abnormalities in the expression of inflammatory cytokine genes and
in the formation of heterochromatin structures specific for cellular senescence were observed. The
results also revealed that these abnormalities were caused by abnormal processing of histone H3 via
suppression of expression of cathepsin L1, a protease localized in the nucleus. These results
suggest that TAF-1 may be involved in the regulation of gene expression associated with cellular
senescence through the regulation of specific chromatin structures.
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