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High-resolution structural analysis of potassium channel KcsA in lipids to
elucidate the gating mechanism.
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In this study, we focused on KcsA, a model protein for ion channels, to
elucidate the common gating mechanism of diverse ion channels, and attempted to analyze the
structure of KcsA in lipid bilayers, the same as in vivo, using nanodisc technology.

We have successfully formed nanodiscs containing KcsA using a 3:1 mixture of POPE and POPG lipids,
which have been shown to be active in KcsA. This provided the basis for future structural analysis.
We have also started MD simulations of KcsA embedded in lipid bilayers and are discussing the
results, including diffracted X-ray tracking and the results of previous structural analysis.
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