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Mitochondria are essential organelles for ATP production, phospholipid
metabolism, and apoptosis. In mammalian cells, mitochondria continuously move and undergo frequent
fusion and fission. Mitochondrial fusion and fission are closely related to mitochondrial
functions. In this study, we focused on the driving force of mitochondrial outer membrane fusion. To

better understand how the mitochondrial fusion GTPase Mfn2 mediates membrane fusion, we developed
assays to analyze the membrane fusion reaction using recombinant proteins and liposomes. We examined
the biophysical properties of Mfn2 and found that Mfn2 has a membrane fusion-prone activity that is
dependent on GTP hydrolysis. We also found that the mitochondria-localized lipid CL is essential
for Mfn2-mediated membrane fusion.
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