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Organellar segregation in yeast sporulation.
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The aim of this study was to elucidate the molecular mechanisms governing

the morphological changes of the functional domain of the endoplasmic reticulum (ER), ERES and their
distribution to spores during sporulation in budding yeast, and their contribution to the formation
of the prospore membrane (PSM) formation. First, the morphology and distribution of the ER and ERES
during meiosis and sporulation in wild-type were analyed, and screening of the mutants showing
defects in the distribution of the ERES was conducted. The phenotype was analysed in detail by live
imaging. The results showed a transient arrest of the secretory pathway with a reduction of ERES
during meiosis. The membrane traffic-associated organelle disappeared from the cell during meiosis,
triggering PP1-Gipl to re-form inside the PSMs upon the onset of their formation.
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