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The purpose of this study is to elucidate the overall mechanism of
boron-dependent transcriptional regulation by translation and mRNA degradation of the boron
transporter NIP5;1. In this study, | elucidated the cleavage mechanism of CID7, a factor that
cleaves NIP5;1 mRNA. Furthermore, | showed that small RNAs are generated from the mRNA degradation
intermediates cleaved by CID7, and that these small RNAs form a complex with AGOl and may be

involved in the repression of NIP5;1 transcription. | also found a factor involved in the
translational regulation of NIP5;1.
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