©
2021 2023

Analysis of promoter evolution in plants using natural variations in Arabidopsis
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I could evaluate genetic stability of GenicTop, GenicCompanion, Intragenic,
Antisense, and Orphan promoter groups which | had discovered in previous works. The evaluation was
achieved based on sequence stability and stability of TSS position among Arabidopsis accessions.
Comparison of gene expression among the accessions revealed reduced expression of frost resistance
genes which are regulated by DREB1 and of photoprotection genes including anthocyanin biosynthesis,
and also increased expression of photosynthesis-related genes. These change in gene expression was
supposed to be achieved during shift of the habitat from Northern cold area to Southern warm
regions.
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