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Analysis of gene expression control mechanism by neural stem cell-specific
enhancers
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In this research project, in order to identify neural stem cell-specific
enhancers, we focused on enhnacner RNA (eRNA), which is transcribed from enhancer regions, and
identified 705 enhancer candidate regions. We also succeeded in identifying potential genes targeted

by the enhancer in multiple regions.
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Chromatin remodeler CHD7 targets active enhancer region to regulate cell type-specific gene 2022
expression in human neural crest cells.
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