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Structural basis for the hepatocyte specific entry and replication mechanisms of
hapatitis B virus and structural based drug discovery
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Hepatitis B virus enters hepatocyte via the interaction between preSl
region of the envelope protein called large surface protein and NTCP: an HBV receptor specifically
expressed in hepatocyte. OHBF-C is a compound that is reported to bind to preSl and inhibit the HBV
infection. In this study, we analyzed the interaction between preSl and OHBF-C in order to reveal

the inhibitory mechanism by OHBF-C.
Isothermal titration calorimetry, NMR, and co-precipitation assay results suggested that OHBF-C

@ng preS1 forms multivalent interaction to aggregate, which lead to the inhibition of the HBV
infection.
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