©
2021 2023

DAMPs

Identification of inflammation suppressive DAMPs and their pathophysiological
significance in inflammatory diseases
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Recently, it has been revealed that biomolecules (damage-associated
molecular patterns: DAMPs) that have migrated to different locations from their original sites in
the body due to various factors induce inflammation. DAMPs may cause diseases such as diabetes,
age-related changes in physiological functions, and cancer, which are believed to be caused by
lifestyle-related factors. In this study, we demonstrated the existence of molecules that appear by
a mechanism similar to that of DAMPs and inhibit the action of DAMPs (suppressive DAMPS).
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