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Establishment of multi-omics dataset for elucidating the genetic factors of
corneal dystrophy

Tokuda, Yuichi
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Fuchs endothelial corneal dystrophy (FECD) is the cornea disease with
inherited risk such as ethnic differences and interferes with a healthy life. Because the
pathogenesis of FECD had been unclear, there were no effective treatment except for the corneal
transplantation. We previously performed the genomic analysis for Japanese FECD patients, and the
results supported the ethnic differences as already reported and showed the novel candidates of
genomic regions associated with the disease. On the basis of the knowledge, this study aims to build

the research foundation of multiomics in order to elucidate the ethnic differences and molecular
biologic mechanisms in the background of FECD pathogenesis.
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