©
2021 2023

TtRNA

Profiling of modified nucleosides in mitochondrial tRNAs for diagnosis of
mitochondrial diseases

Akiyama, Yasutoshi

3,200,000

RNA  tRNA

TtRNA TRNA
iPS
iPS tRNA

TRNA

The objective of this study was to clarify the pathophysiology of
mitochondrial diseases by comprehensive quantification of modified nucleosides in mitochondrial
tRNAs. We established 1) the method to specifically purify mitochondrial tRNAs from total RNA, 2)
the comprehensive quantification system for profiling the modified nucleosides in mitochondrial
tRNAs, and 3) iPS cell clones derived from patients with mitochondrial diseases such as MELAS, all
of which will be an important basis for the clinical application of our profiling method to patients

with mitochondrial diseases.
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