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Genomic heterogeneity

We analyzed the spatial-temporal multiple cancer samples from 31 cancer
patients and compared the genomic profile. The genomic profiles of multi-primary cancer were
completely different, while the genomic profile between the primary tissue and metastasized tissue
was similar except the several treatment-related drug response gene. About the spatial
heterogeneity, the genomic profile was almost identical, meaning that it is not necessary to
perform the multiple sequence for molecular diagnosis.
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