©
2021 2023

MYC : E2F5

Hyperexpression of MYC gene in early onset breast cancer: Contribution of a
transcriptional factor E2F5
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The purpose of this study was to clarify whether MYC overexpression

contributes to carcinogenesis of young onset breast cancer (AYA breast cancer), the frequency of MYC
gene amplification, and activation of cell proliferation/cell cycle pathways. Clinicopathological

study and gene expression analysis using RNA sequencing were performed. The proportion of c-MYC IHC
positive cases was significantly higher in the AYA group. Especially, in non-AYA group, the
proportion of c-MYC IHC positive cases was significantly higher in the high-grade group (high
nuclear grade, high histological grade, Ki-67 positivity rate 20%, triple-negative breast cancer).
MYC amplification was detected in 11.9% of the cases of the AYA group, and 8.2% of the non-AYA
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