©
2021 2023

RNA ZF

Post-transcriptional regulation by CCCH-type zinc finger family of Plasmodium
parasites

Shinzawa, Naoaki

3,200,000

TZF DoZI1

RNA TRIBE TRIBE TZF mRNA
TRIBE RNA TRIBE RNA
TZF
P-body
RNA RNA TRIBE
TZF TRIBE
RNA RNA
TRIBE
RNA RNA

In this study, we focused on the TZF family, which is highl{ conserved among
malaria parasite species, to elucidate the basic principles of post-transcriptional regulation
mechanisms in malaria parasites. Using DOZI, which is responsible for translational repression in
female gametocytes, we established the TRIBE method, a novel RNA-target identification technique.
However, when applying the TRIBE method to multiple TZFs, we observed numerous non-specific mRNA
edits, indicating that the TRIBE method was insufficient for analyzing target RNAs. This raised
concerns about the selectivity of RNA-binding proteins that can be used with the TRIBE method. On
the other hand, TZFs in both asexual and sexual stages exhibited a dotted expression pattern in the

cytoplasm, suggesting their involvement in membraneless organelles such as P-bodies or stress
granules.
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