©
2021 2023

:nciease in severity of Streptococcus infections through liver, skin and kidney
inkages

Kohei, Ogura

3,300,000
Streptococcus dysgalactiae subsp.
equisimilis SDSE SDSE
SDSE
SDSE
SDSE
SDSE SDSE
SDSE
SDSE
SDSE SDSE

Infections caused by Streptococcus dysgalactiae subsp. equisimilis (SDSE)
have been increasingly reported in elderly individuals and those with underlying conditions,
surpassing the incidence of other  -hemolytic streptococci. This research project focused on SDSE
as a causative agent of severe infections, including fulminant hemolytic streptococcal disease

STSS).
&e co%firmed that CC17 type SDSE, the most prevalent type in Japan, exhibits strong adhesive
properties in the presence of human serum components. Comprehensive gene expression analysis
revealed the expression of genes encoding ciliogenesis-related proteins in serum-containing culture
medium.
Analysis of the CC25 type SDSE prevalent in Japan revealed that two CC25 type SDSE strains with
highly similar genome sequences (over 99.5%) express a toxin highly pathogenic to blood in
significantly different amounts. Transcriptome analysis of both SDSE strains was conducted with the
support of PAGS.
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Streptococcus pyogenes (Group A streptococci, GAS) 73, [TABWASZ 7 U7 | L L THHIATH
%, Streptococcus dysgalactiae subsp. equisimilis (SDSE) 1L, EIZT A7 41—V K G#HDH WX
CHED BEEMPEL U HERE TH Y IEFEIZAR D B FADBYEN L MESNTE TV D, GAS 7
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SDSE 1%, GAS DMiET 2 2 — _R—HiJR, flaste 7 oo il eV akiEsE, 7as 7 —
¥ (SpeB) % 2 — RI DB THEA R LW Z v, JEETH D EHEH S vz, L
LT EDOEFRIHA 7O, SDSE BAUEBRE T GAS DEN LI L TE W2 Ll SN T
W7z, ¥ 72 SDSE BAER ORFEIE, IR -ORE R e KB Z A L TV EE, BLO
IR BE N LA HDDHRTHY . GAS BYEF D ZIL & I1TRKE < Bie o> T (Wajima er
al. Emerg. Infect. Dis. 2016), Iz OWFE 7 V— 7 13RS S ¥ E T2, SDSE 238 7 5
PERFEREICOWTEICY U RET VA HWTHIT L, LN OMAZE TV,

2 BBEPRINE T IV~ U 2O WIRIRYE - KRB Z 2 BUERIE TV (db/db) ~ U A JERENIC
BeHETHE, ar ha— (db/+ ~T 1) w7 XLl LT EICE WS AR L, SDSE &
Ye dbldb ~ 7 AMIEN TITRIEMEY A~ B A v 7 6 ONTIE RAEVE~ — & —Pentraxin-3 ED |
F5 | GAS %5 ClIBlEt S n/pn @) 2 /8 L7z (Ogura et al. Front. Microbiol. 2018),

AT = LT BT 2 SR IE R AEREAE - [N B D WO XES G TR D SDSE #RIE, E N E IR
A 7R YEME - MIQSMEETERL - T &N - BB EAME - BEEMEZ R L2 2 &b TiATRLER
EIEINIEIET 5 B 7p B MAEAE 3 B © 2°\ 72 - 7= (Matsue et al. Front. Microbiol. 2020),

JEMEIC B 59 % SDSE & 7 b u VR MiERESE  SDSE X, B T vn VR SRV EFEA LR
W— T, BT vn CERSRRESE HylD & KREICHKET 5 2 & T, EEEECAEL TAF
L. SDSE J&Ysic L 518 EEEAEEZEE L TWD Z 052NN -7 (Nguyen et al. Front.
Microbiol. 2020),
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SDSEIZIIHKRERHORFA % < FFE L BFEAIZBD D R0 b ORI 57 5 K
FIE AR S DL o7, SDSEIXE D&+ ¥ A 7 (Multilocus sequence typing, MLST) (Z &Y
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OIRKF: « s RO e mBLE A Z B 2 OKR A= T THM L7,

4. WHFEAFE

[CC17 B SDSE 7/ LDRER b NICEEEET D]
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7et%. B L7z cDNA Z MR —r o —lcfkd 52 TV —RF—2Z0G L1, 20T
— X % RNA fRETHISA 77 4 VIR A L, EERBIET T — &% 2157,

T, BAARICHET SR AR T H 70T, b MITERS & AP ToORBLE CC17 Al
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