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Identification of novel host antiviral factors that control viral infection.
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Culture cells that efficiently support rubella virus growth were generated
by knocked out of several factors that were important for interferon (IFN) pathway using CRISPR-Cas9
genome editing method. To elucidate what host factor(s) contribute this restriction of rubella
virus, IFN stimulated genes (1SGs) were ectopically expressed in this cell and finally it was
revealed that six I1SGs were related to the restriction of rubella virus. Finally, recombinant
rubella viruses and cultured cells were generated and evaluated as a preliminary phase of genome
wide screening for searching previously unknown antiviral factors.
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