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Establishment of control methods for Borna disease virus, an emerging risk

Makino, Akiko
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The objective of this study was to develop a method for controlling lethal
encephalitis caused by Borna disease virus, an emerging risk. To this end, the mechanisms of action
of antiviral compounds were elucidated and their antiviral effects were evaluated. Screening
identified 11 candidate compounds, among which Compound 4 exhibited the strongest antiviral
activity. Compound 4 was suggested to be involved in the intracellular entry process of the Borna
disease virus and to target the M gene. The findings of this study contribute to the development of
therapeutics for Borna disease virus and provide a foundation for preparedness in the event of
potential new infectious disease risks.
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