©
2021 2023
PD-1 T

Elucidating the differentiation mechanisms of PD-1 positive regulatory T cells
in the tumor microenvironment by single-cell analysis.
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Through analysis of clinical samples treated with immune checkpoint
inhibitors, our laboratory has found PD-1-positive regulatory T cells to be an important biomarker
to predict efficacy. However, there are few studies on tumor-infiltrating PD-1-positive regulatory T
cells, the mechanisms of differentiation leading to their characteristic phenotype and their

differences from other regulatory T cells. In this study, through single-cell analysis of
tumor-infiltrating regulatory T cells, we show that the transcription factor BATF functions as the

core of a transcription factor network that differentiates into PD-1-positive regulatory T cells
within tumors.
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