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Analysis of age-related genetic changes in non-tumour tissues - Investigating
links to mechanisms of cancer-associated fibroblast development

Umezu, Tomohiro
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Liquid biospy cell free DNA

Somatic mutations were extracted from cell free DNA (cfDNA) with the aim of
analysing the whole exome between non-tumour and tumour areas using clinical samples and detecting
age-related genetic changes in the individual as well as in the cancer stroma. As a result, somatic
mutations including VUS were detected not only in cfDNA from cancer patients but also in cfDNA from
healthy individuals. In addition, the presence of a mutational signature specific to cfDNA from
healthy individuals was confirmed.
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