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A study on Purkinje cell-specific gene expression in SCA31 model mice
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This study was conducted to elucidate how the penta-nucleotide TGGAA/TTCCA
repeat leads to relatively selective Purkinje cell degeneration in human affected with
spinocerebellar ataxia type 31 (SCA31). We found numerous abnormal RNA sequences when examined with
RNA-seq, some of which appeared consistent with our prior knowledge regarding neuropathologic
changes in SCA31. For example, splicing changes or cellular makers supported by Purkinje cell loss
and gliosis in histologic specimens were documented in RNA-seq. As these differential expression
profiles have not been described in SCA31, we are planning to publish these data in the near future.
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